The title acylhydrazone derivative, C 17 H 19 N 3 O 3 S, containing an amino acid moiety and electron-donating substituents attached to both the phenyl rings, crystallized with two independent molecules (A and B) in the asymmetric unit. The molecules are bent at the S atom, with C-SO 2 -NH-CH 2 torsion angles of À67.3 (2) and 67.7 (3) in molecules A and B, respectively. Further, the dihedral angles between the sulfonylglycine segments and the p-toluenesulfonyl rings are 76.1 (1) and 85.8 (1) in molecules A and B, respectively. The central hydrazone segments and the toluene rings attached to them are almost co-planar with their mean planes being inclined to one another by 5.2 (2) (molecule A) and 2.9 (2) (molecule B). The dihedral angles between the benzene rings are 86.83 (12) (molecule A) and 74.00 (14) (molecule B). In the crystal, the There is a further C-HÁ Á Á interaction and a slipped parallel -interaction [inter-centroid distance = 3.8773 (16) Å ] between the sheets, leading to the formation of a three-dimensional framework.
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Chemical context
Hydrazones display numerous biological activities. The hydrazone Schiff bases of aroyl, acyl and heteroaroyl compounds are more versatile and flexible (in the sense that they can be used as reaction intermediates in organic synthesis and as ligands forming complexes with metal ions in coordination chemistry) due to the presence of the C O group, an additional donor site. N-acylhydrazones containing a glycine residue have been investigated extensively for their biological and medical activities (Tian et al., 2011) . Antiviral activity has been shown for acylhydrazone derivatives which contain an amino acid moiety and an electron-donating substituent in the sulfonyl phenyl ring (Tian et al., 2009) . The biological activities of these Schiff bases are thought to be related to structural aspects.
In a continuation of our studies of substituent effects on the structures of such compounds, for example N-(aryl)-amides Rodrigues et al., 2011) , N-chloroarylamides (Jyothi & Gowda, 2004) and N-bromoarylsulfonamides (Usha & Gowda, 2006) , we report herein on the synthesis and crystal structure of the title compound. This acylhydrazone derivative contains a glycine moiety and elec- ISSN 2056-9890 tron-donating substituents in both the sulfonyl and hydrazone aromatic rings.
Structural commentary
The molecular structures of the two independent molecules (A and B) of the title compound are shown in Fig. 1 . It can be seen quite clearly from Fig. 1 that molecule A has an extended conformation while molecule B is U-shaped. In molecule A, the conformations of the hydrazide N-H and C-H bonds are syn to each other, while the N-H and C O bonds are anti to each other. On the sulfonamide side, the conformations of the sulfonamide N-H and C O bonds are syn to each other. In molecule B, the conformations of the hydrazide N-H and C-H bonds, the hydrazide N-H and C O, and the C O and sulfonamide N-H bonds are all syn to each other.
In molecule A, the benzene rings are inclined to one another by 86.83 (12) . The mean plane through atoms C9/N3/ N2/C8/O3/C7 [maximum deviation of 0.043 (2) Å for N2], the central section of the molecule, is inclined to the two benzene rings, C1-C6 and C10-C15, by 86.38 (12) and 7.22 (12) , respectively. In molecule B, the benzene rings (C18-C23 and C27-C32) are inclined to one another by 74.00 (14) , and by 76.85 (13) and 2. 91 (12) , respectively, to the mean plane through atoms C26/N6/N5/C25/O6/C24 [maximum deviation of 0.061 (2) Å for C26]. The different conformations of molecules A and B are further demonstrated by the differences in the equivalent torsion angles; N1-C7-C8-N2 = 29.3 (3) in A, compared to N4-C24-C25-N5 = 177.2 (2) in B, and C1-S1-N1-C7 = À67.3 (2) in A, compared to C18-S2-N4-C24 = 67.7 (3) in B. The carbonyl bonds lengths, C8-O3 in A and C25-O6 in B, are 1.214 (3) and 1.229 (3) Å , respectively, indicating that the molecules exist in the keto form in the solid state. The C9 N3 and C26 N6 bond lengths, both 1.272 (3) Å in molecules A and B, respectively, confirm their significant double-bond character. The N2-N3 and N5-N6 bond distances are 1.383 (3) and 1.379 (3) Å , respectively, and the C8-N2 and C25-N5 bond distances are 1.339 (3) and 1.334 (3) Å , respectively, which indicates significant delocalization of -electron density over the hydrazone portions of the molecules.
Supramolecular features
In the crystal, the A molecules are linked by a pair of N-HÁ Á ÁO hydrogen bonds, forming inversion dimers with an R (Table 1 and Fig. 2 ). The chains are linked via C-HÁ Á ÁO hydrogen bonds and a C-HÁ Á Á interaction, forming sheets parallel to (010). The is a C-HÁ Á Á interaction and a slipped parallelinteraction [Cg2Á Á ÁCg2 i = 3.8773 (16) Å ; inter-planar distance = 3.6071 (11) Å ; slippage = 1.422 Å ; Cg2 is the centroid of ring C10-C15, symmetry code: (i) Àx, Ày + 1, Àz], between the sheets, leading to the formation of a threedimensional framework (Fig. 3 ). The molecular structure of the two independent molecules of the title compound, showing the atom labelling. Displacement ellipsoids are drawn at the 50% probability level. Table 1 Hydrogen-bond geometry (Å , ).
Database survey
Cg1 and Cg3 are the centroids of the p-toluenesulfonamide rings C1-C6 and C18-C23, respectively. reported the crystal structure of a similar compound, namely (E)-N-{2-[2-(3-chlorobenzylidene) hydrazinyl]-2-oxoethyl}-4-methylbenzenesulfonamide monohydrate (Purandara et al., 2015) .
Synthesis and crystallization
p-Toluenesulfonyl chloride (0.01 mol) was added to glycine (0.02 mol) dissolved in an aqueous solution of potassium carbonate (0.06 mol, 50 ml). The reaction mixture was stirred at 373 K for 6 h, left overnight at room temperature, then filtered and treated with dilute hydrochloric acid. The solid N-(p-toluenesulfonyl)glycine (L1) obtained was crystallized from aqueous ethanol. Sulfuric acid (0.5 ml) was added to L1 (0.02 mol) dissolved in ethanol (30 ml) and the mixture was refluxed. The reaction was monitored by TLC at regular intervals. After completion of the reaction, the reaction mixture was concentrated to remove the excess ethanol. The product, N-(p-toluenesulfonyl)glycine ethyl ester (L2) was poured into water, neutralized with sodium bicarbonate and recrystallized from acetone.
The pure L2 (0.01 mol) was then added in small portions to a stirred solution of 99% hydrazine hydrate (10 ml) in 30 ml ethanol and the mixture was refluxed for 6 h. After cooling to room temperature, the resulting precipitate was filtered, washed with cold water and dried to give N-(p-toluenesulfonyl)glycinyl hydrazide (L3).
A mixture of L3 (0.01 mol) and p-methylbenzaldehyde (0.01 mol) in anhydrous methanol (30 ml) and two drops of glacial acetic acid was refluxed for 8 h. After cooling, the precipitate was collected by vacuum filtration, washed with cold methanol and dried. It was recrystallized to constant Hydrogen-bonding pattern in the title compound (see Table 1 for details). 
Refinement
Crystal data, data collection and structure refinement details are summarized in Table 2 . The amino H atoms were located in difference Fourier maps and refined with distance restraints: N-H = 0.86 (2) Å with U iso (H) = 1.2U eq (N). The C-bound H atoms were positioned with idealized geometry and refined using a riding model: C-H = 0.93-0.97 Å with U iso (H) = 1.5U eq (C) for methyl H atoms and 1.2U eq (C) for other H atoms. Mercury (Macrae et al., 2008) ; software used to prepare material for publication: SHELXL97 (Sheldrick, 2008) and Spek, 2009) .
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